In the title compound, C 26 H 34 F 2 N 6 S, the triazole ring is linked to a benzene ring via an imine bond [N C = 1.255 (2) Å ; conformation: E], with a dihedral angle of 25.21 (11) between the rings. The 4-ethylpiperazinyl residue is folded away from the thione-S atom. In the crystal, helical supramolecular chains propagating along [010] and sustained by weak C-SÁ Á Á(triazole) interactions occur [SÁ Á Ácentroid distance = 3.2872 (10) Å ]. Links between these chains are of the type benzene-C-HÁ Á ÁN(imine) and -[between centrosymmetrically related benzene rings with an inter-centroid distance of 3.9241 (15) Å ] and result in a three-dimensional architecture. Table 1 Hydrogen-bond geometry (Å , ).
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Comment
The title compound, (I), was synthesized as a potential chemotherapeutic agent (Al-Omar et al., 2010) in continuation of our interest in the chemical and pharmacological properties of adamantane derivatives and allied structural studies (El-Emam et al., 2012; Almutairi et al., 2012) .
In (I), Fig. 1 , the triazole ring is almost planar (r.m.s. deviation of the fitted atoms = 0.009 Å) and is linked to an inclined benzene ring via an imine bond [N4═C13 = 1.255 (2) Å; E configuration] forming a dihedral angle of 25.21
(11)°. The twist occurs between the triazole ring and the imine bond as seen in the value of the C1-N3-N4-C13 torsion angle of -28.1 (3)°. The piperazinyl residue (chair conformation) is folded away from the thione-S1 atom.
Helical supramolecular chains along the b axis direction and sustained by C-S···π(triazole) interactions feature in the crystal structure. These are connected into a three-dimensional architecture by benzene-C-H···N(imine), Table 1 , and π -π interactions between centrosymmetrically related benzene rings [inter-centroid distance = 3.9241 (15) Å for symmetry operation: 1 -x, 2 -y, 1 -z], Fig. 2 .
Experimental
A mixture of the 5-(adamantan-1-yl)-4-(2,6-difluorobenzylideneamino)-4H-1,2,4-triazole-3-thiol (347 mg, 1 mmol), 1ethylpiperazine (114 mg, 1 mmol) and 37% formaldehyde solution (0.5 ml), in ethanol (8 ml), was heated under reflux for 15 min. when a clear solution was obtained. Stirring was continued for 12 h at room temperature and the mixture was allowed to stand overnight. Cold water (5 ml) was added and the reaction mixture was stirred for 20 min. The precipitated crude product was filtered, washed with water, dried, and crystallized from ethanol to yield 445 mg (89%) of the title compound (C 26 H 34 F 2 N 6 S) as crystals. M.pt: 442-444 K. Yellow prisms were obtained by slow evaporation of its 
Refinement
The H-atoms were placed in calculated positions [and C-H = 0.93 to 0.98 Å, U iso (H) = 1.2-1.5U eq (C)] and were included in the refinement in the riding model approximation. 
Computing details
Data collection: CrysAlis PRO (Agilent, 2011); cell refinement: CrysAlis PRO (Agilent, 2011); data reduction: CrysAlis PRO (Agilent, 2011); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010).
Figure 1
The molecular structure of (I) showing displacement ellipsoids at the 35% probability level.
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Figure 2
A view of the unit-cell contents in projection down the b axis of (I). The C-H···N, C-S···π and π-π interactions are shown as blue, orange and purple dashed lines, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
3-(Adamantan-1-yl)-4-[(E)-(2,6-difluorobenzylidene)amino]-1-[(4-ethylpiperazin-1-yl)methyl]-4,5-
R int = 0.038 θ max = 27.6°, θ min = 2.9°h = −22→20 k = −9→10 l = −25→25 Refinement Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.74938 (3) 0.92905 (8) 0.71719 (3) 0.05854 (19) F1 0.51929 (7) 0.8699 (2) 0.63956 (7) 0.0759 (4) F2 0.64752 (8) 0.6197 (2) 0.45778 (7) 0.0901 (5) N1 0.86739 (9) 0.6995 (2) 0.71058 (7) 0.0417 (4) (7) −0.0007 (6) −0.0004 (7) N4 0.0427 (9) 0.0483 (11) 0.0426 (9) 0.0081 (8) −0.0062 (7) −0.0041 (8) N5
0.0498 (9) 0.0526 (11) 0.0417 (9) −0.0019 (8) −0.0072 (7) 0.0020 (8) N6 0.0611 (12) 0.0748 (15) 0.0635 (12) −0.0167 (11) −0.0089 (9) 0.0042 (11) C1 0.0444 (10) 0.0418 (11) 0.0362 (9) −0.0007 (9) 0.0023 (8) −0.0001 (9) C2 0.0373 (9) 0.0354 (11) 0.0384 (9) 0.0020 (8) 0.0035 (7) 0.0034 (8) C3 0.0381 (9) 0.0368 (11) 0.0398 (10) 0.0030 (8) 0.0014 (7) −0.0004 (9) C4 0.0517 (11) 0.0468 (13) 0.0517 (12) 0.0105 (10) 0.0013 (9) 0.0010 (10) C4-C3-C10-C9 −59.4 (2) C23-N6-C25-C26 167.4 (3) C12-C3-C10-C9 58.3 (2) C22-N6-C25-C26 −70.1 (3)
Hydrogen-bond geometry (Å, º)
Cg1 is the centroid of the N1-N3,C1,C2 ring D-H···A D -H H···A D ···A D -H···A C18-H18A···N5 i 0.93 2.58 3.451 (3) 157 C1-S1···Cg1 ii 1.66 (1) 3.29 (1) 4.849 (2) 155 (1) Symmetry codes: (i) x−1/2, −y+3/2, z−1/2; (ii) −x+3/2, y+1/2, −z+3/2.
